
 

                             1         .        21         .1.40     411.50      . 
4AMJ     --MG[                            ]AELLSQQWEAGMSLLMALVVLLIVAGNVLVIAAIGsTQR 
β1AR     --MGDGWLPPDCGPHNRSGGGGATAAPTGSRQVSAELLSQQWEAGMSLLMALVVLLIVAGNVLVIAAIGRTQR 
hTAAR1   --------------------MMPFCHNIINISCVKNNWSNDVRASLYSLMVLIILTTLVGNLIVIVSISHFKQ 
hTAAR2   MAVSSEQHELSHFKRTQTKKEKFNCSEYGNRSCPENERSLGVRVAMYSFMAGSIFITIFGNLAMIISISYFKQ 
chTAAR6  -----------MSSNSSLLVAVQLCYPNVNGSCVETLYSPGSRVILYIVFGFGAVLAVFGNLLVMISILHFKQ 
 
        54     612.42      .2.52     812.62      .  ▼    101 ▼▼      ▼       1213.50 
4AMJ     LQTLTNLFITSLACADLVvGLLVVPFGATLVVRGTWLWGSFLCElWTSLDVLCVTASIETLCVIAIDRYLAIT 
β1AR     LQTLTNLFITSLACADLVMGLLVVPFGATLVVRGTWLWGSFLCECWTSLDVLCVTASIETLCVIAIDRYLAIT 
hTAAR1   LHTPTNWLIHSMATVDFLLGCLVMPYSMVRSAEHCWYFGEVFCKIHTSTDIMLSSASIFHLSFISIDRYYAVC 
hTAAR2   LHTPTNFLILSMAITDFLLGFTIMPYSMIRSVENCWYFGLTFCKIYYSFDLMLSITSIFHLCSVAIDRFYAIC 
chTAAR6  LHSPTNFLVASLACADFLVGVTVMPFSMVRTVESCWYFGRSFVLFHTCCDVAFCYSSLFHCAFISIDRYIAVT 
 
       127   .     ▼ 141▼        .4.53 ▼   ▼ ▼▼        .     ▼ 181  ▼ ▼ ▼ ▼.  ▼ 
4AMJ     SPFRYQSLMTRARAKVIICTVWAISALVSFLPIMMHWWRDEDPQ-ALKCYQDPGCCDFVTNRAYAIASSIISF 
β1AR     SPFRYQSLMTRARAKVIICTVWAISALVSFLPIMMHWWRDEDPQ-ALKCYQDPGCCDFVTNRAYAIASSIISF 
hTAAR1   DPLRYKAKMNILVICVMIFISWSVPAVFAFGMIFLELNFKGAEEIYYKHVHCRGGCSVFFSKISGVLTFMTSF 
hTAAR2   YPLLYSTKITIPVIKRLLLLCWSVPGAFAFGVVFSEAYADGIEG-YDILVACSSSCPVMFNKLWGTTLFMAGF 
chTAAR6  DPLVYPTKFTVSVSGICISVSWILPLMYSGAVFYTGVYDDGLEE-LSDALNCIGGCQTVVNQNWVLIDCLS-F 
 
       2005.48       .       221         .                             241 
4AMJ     YIPLLIMIFVaLRVYREAKEQIRKID----------------------------RASKRKTSRVMlMREHKAL 
β1AR     YIPLLIMIFVYLRVYREAKEQIRKIDRCEGRFYGSQEQPQPPPLPQHQPILGNGRASKRKTSRVMAMREHKAL 
hTAAR1   YIPGSIMLCVYYRIYLIAKEQARLISDANQKL----------------------QIGLEMKNGISQSKERKAV 
hTAAR2   FTPGSMMVGIYGKIFAVSRKHAHAINNLRENQ----------------------NNQ--------VKKDKKAA 
chTAAR6  FIPTFIMIILYGNIFLVARRQAKKIENTGSKT----------------------ESSSESYKARVARRERKAA 
 
         .6.35    2616.45      .6.55    281         .7.40    3017.50      .       321 
4AMJ     KTLGIIMGVFTLCWLPFFLVNIVNVFNRDLVPDWLFVaFNWLGYANSAmNPIIYCR-SPDFRKAFKRLLaFPR 
β1AR     KTLGIIMGVFTLCWLPFFLVNIVNVFNRDLVPDWLFVFFNWLGYANSAFNPIIYCR-SPDFRKAFKRLLCFPR 
hTAAR1   KTLGIVMGVFLICWCPFFICTVMDPFLHYIIPPTLNDVLIWFGYLNSTFNPMVYAFFYPWFRKALKMMLFGKI 
hTAAR2   KTLGIVIGVFLLCWFPCFFTILLDPFLNFSTPVVLFDALTWFGYFNSTCNPLIYGFFYPWFRRALKYILLGKI 
chTAAR6  KTLGVTVVAFMISWLPYSIDSLIDAFMGFITPAYIYEICCWCAYYNSAMNPLIYALFYPWFRKAIKVIVTGQV 
 
       324      . 
4AMJ     KADRRLhhhhhh[ 
β1AR     KADRRLHAGGQPAPLPGGFISTLGSPEHSPGGTWSDCNGGTRGGSESSLEERHSKTSRSESKMEREKNILAT 
hTAAR1   FQKDSSRCKLFLELSS-------------------------------------------------------- 
hTAAR2   FSSCFHNTILCMQKESE------------------------------------------------------- 
chTAAR6  LKNSSATMNLFSEHI--------------------------------------------------------- 
 
 
4AMJ                                                      ] 
β1AR     TRFYCTFLGNGDKAVFCTVLRIVKLFEDATCTCPHTHKLKMKWRFKQHQA 
hTAAR1   -------------------------------------------------- 
hTAAR2   -------------------------------------------------- 
chTAAR6  -------------------------------------------------- 
  


