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Pseudoalteromonas flavipulchra (WP_010607480.1)

Rhodopirellula maiorica (WP_008695923.1)
Maricaulis maris (YP_755478.1)

Alteromonas macleodii (YP_008173608.1)

Gayadomonas joobiniege (WP_017446697.1)

Cryptopygus antarcticus GH16 (CaLam, ACD93221.1)

Beauveria bassiana (EJP68643.1)

Tcas (NP_001164284.1)

Cordyceps militaris (EGX89530.1)

Tmol (BAC99308)

Clavispora lusitaniae (XP_002618376.1)

Strongylocentrotus purpuratus (XP_001176934.2)
Ciona intestinalis (XP_002126690.1)

Daphnia pulex (EFX69035.1)

Dpon (ENN83093.1)

Daphnia pulex (EFX72306.1)

Amphimedon queenslandica (XP_003388466.1)

Daphnia pulex (EFX65834.1)

Tcas (EFA01356)

Apis mellifera (NP_001157186.1)

Dpon (ENN78830.1)

Mucor circinelloides (EPB91375.1)

Dpon (ENN74344.1)

Gloeophyllum trabeum (EPQ53062.1)

Dpon (ENN78831.1)

Aedes aegypti (XP_001664288.1)

Dpon (ENN76697.1)

Dpon (ENN83076.1)

Fomitiporia mediterranea (EJD07749.1)

Dpon (AEE61901.1)
Dpon (ENN74953.1)

Daphnia pulex (EFX72300.1)

Hydra magnipapillata (XP_002158311.2)

 Spodoptera littoralis (ACI32819.1)

Plutella xylostella (AFK24449.1)

Ostrinia nubilalis (ACI32836.1)

Chlamys albidus (AAZ04385.1)
Haliotis discus hannai (BAH84971.1)

Periplaneta americana (ABR28480.1)

Periplaneta americana (AFR46666.1)

Crassostrea gigas (BAG82629.1)

Biomphalaria glabrata (ABO40828.1)

Spodoptera frugiperda (SLam, ABR28478.2)

Dvir GH16-7
Dvir GH16-8
Dvir GH16-1

Dvir GH16-9

Bombyx mori (NP_001159614.1)

Dvir GH16-4
Dvir GH16-2

Dvir GH16-3

Dvir GH16-6
Dvir GH16-5

Tmol (TLam, ACS36221.1)
Tcas (XP_970010.1)

Drosophila melanogaster (CG30148)

Drosophila melanogaster (GNBP1, AAF49244)
Drosophila melanogaster (GNBP2, AAF49246)
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Drosophila melanogaster (GNBP3, AAF50349.1)

Dvir GNBP-3
Dvir GNBP-2

Dvir GNBP-1

Dpon (ENN72429.1)

Aedes aegypti (XP_001652521.1)
Culex quinquefasciatus (XP_001845809.1)
Culex quinquefasciatus (XP_001845811.1)

Culex quinquefasciatus (XP_001845967.1)

Aedes albopictus (AAV90645.1)

Anopheles darlingi (EFR28384.1)
Anthocharis cardamines (ACI32832.1)

Mastotermes darwiniensis (AAZ08492.1)

Mastotermes darwiniensis (AAZ08505.1)

Cryptocercus punctulatus (AFR46663.1)

Cryptocercus punctulatus (AFR46664.1)

Reticulitermes virginicus (AEK64797.1)

Reticulitermes virginicus (ADJ19024.1)

Nasutitermes corniger (AEK64800.1)

Coptotermes formosanus (AGA16572.1)

Locusta migratoria (AFD54026.1)

 Bombyx mori (BAA92243.1)
 Plodia interpunctella (AAM95970.1)
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#NEXUS
begin taxa;
 dimensions ntax=81;
 taxlabels
 Cant
 F_Bba
 F_Cmi
 F_Clu
 F_Gtr
 F_Fme
 F_Mci
 Aque
 Dpul2
 Dpul1
 Dpul3
 Dpul4
 Pame_1
 Hdis
 Bgla
 Calb
 Hmag
 dm_GNBP1
 dm_GNBP2
 Pxyl
 BmoxGNBP
 PintGNBP
 Slit
 dm_CG30148
 dm_GNBP3
 DponGNBP-4
 DponGNBP-3
 DponGNBP-1
 TmolGNBP
 TcasGNBP1
 Dv_GNBP-2[&!color=#-65536]
 Dv_GNBP-3[&!color=#-65536]
 Dv_GNBP-1[&!color=#-65536]
 DponGNBP-2
 TcasGNBP2
 Amel
 Spur
 Cint
 Cgig
 Cfor
 Rvir1
 Mdar2
 Cpun2
 Pame_GH16
 Rvir2
 Ncor
 Mdar1
 Cpun1
 Lmig
 Acar
 Sfru
 Bmo
 Onub
 Cqui2
 Aaeg1
 Aalb
 Cqui1
 Aaeg2
 Adar
 Cqui3
 Tcas
 TLam
 Dpon3
 Dpon2
 Dpon4
 Dpon5
 Dv_GH16-6[&!color=#-65536]
 Dv_GH16-5[&!color=#-65536]
 Dpon1
 Dv_GH16-4[&!color=#-65536]
 Dv_GH16-1[&!color=#-65536]
 Dv_GH16-9[&!color=#-65536]
 Dv_GH16-7[&!color=#-65536]
 Dv_GH16-8[&!color=#-65536]
 Dv_GH16-3[&!color=#-65536]
 Dv_GH16-2[&!color=#-65536]
 B_Rma
 B_Gjo
 B_Pfl
 B_Ama
 B_Mma
;
end;

begin trees;
 tree tree_1 = [&R] ((Cant:1000.0,((((F_Bba:1000.0,F_Cmi:1000.0):1000.0,F_Clu:1000.0):852.0,(F_Gtr:1000.0,F_Fme:1000.0):1000.0):999.0,(F_Mci:1000.0,(Aque:1000.0,(((((((Dpul2:1000.0,Dpul1:1000.0):1000.0,Dpul3:1000.0):488.0,Dpul4:1000.0):983.0,Pame_1:1000.0):457.0,(Hdis:1000.0,(Bgla:1000.0,Calb:1000.0):627.0):967.0):517.0,Hmag:1000.0):411.0,((((dm_GNBP1:1000.0,dm_GNBP2:1000.0):947.0,((((((Pxyl:1000.0,BmoxGNBP:1000.0):964.0,PintGNBP:1000.0):595.0,Slit:1000.0):742.0,((dm_CG30148:1000.0,dm_GNBP3:1000.0):893.0,DponGNBP-4:1000.0)[&!rotate=true]:639.0):923.0,((((((DponGNBP-3:1000.0,DponGNBP-1:1000.0):1000.0,(TmolGNBP:1000.0,TcasGNBP1:1000.0):995.0)[&!rotate=true]:947.0,Dv_GNBP-2:1000.0)[&!rotate=true]:395.0,Dv_GNBP-3:1000.0)[&!rotate=true]:316.0,Dv_GNBP-1:1000.0):955.0,(DponGNBP-2:1000.0,TcasGNBP2:1000.0):985.0):559.0)[&!rotate=true]:475.0,Amel:1000.0):520.0)[&!rotate=true]:1000.0,((Spur:1000.0,Cint:1000.0):924.0,Cgig:1000.0):844.0):827.0,((((((((Cfor:1000.0,Rvir1:1000.0):997.0,Mdar2:1000.0):368.0,Cpun2:1000.0):905.0,(Pame_GH16:1000.0,((Rvir2:1000.0,Ncor:1000.0):803.0,(Mdar1:1000.0,Cpun1:1000.0):618.0):1000.0):562.0):1000.0,Lmig:1000.0):405.0,((Acar:1000.0,Sfru:1000.0):618.0,(Bmo:1000.0,Onub:1000.0):504.0):1000.0):218.0,(((Cqui2:1000.0,((Aaeg1:1000.0,Aalb:1000.0)[&!rotate=true]:1000.0,Cqui1:1000.0):646.0)[&!rotate=true]:1000.0,Aaeg2:1000.0):655.0,(Adar:1000.0,Cqui3:1000.0)[&!rotate=true]:986.0):288.0)[&!rotate=true]:531.0,((Tcas:1000.0,TLam:1000.0):1000.0,((((((Dpon3:1000.0,Dpon2:1000.0):1000.0,Dpon4:1000.0):740.0,Dpon5:1000.0):600.0,(Dv_GH16-6:1000.0,Dv_GH16-5:1000.0):1000.0):417.0,Dpon1:1000.0):692.0,((Dv_GH16-4:1000.0,((Dv_GH16-1:1000.0,Dv_GH16-9:1000.0):971.0,(Dv_GH16-7:1000.0,Dv_GH16-8:1000.0):1000.0)[&!rotate=true]:972.0)[&!rotate=true]:929.0,(Dv_GH16-3:1000.0,Dv_GH16-2:2000.0):1000.0):864.0)[&!rotate=true]:581.0)[&!rotate=true]:758.0)[&!rotate=true]:931.0):540.0)[&!rotate=true]:618.0)[&!rotate=true]:443.0)[&!rotate=true]:499.0)[&!rotate=true]:999.0)[&!rotate=true]:409.0,(B_Rma:1000.0,((B_Gjo:1000.0,(B_Pfl:1000.0,B_Ama:1000.0):710.0):838.0,B_Mma:1000.0):788.0)[&!rotate=true]:818.0);
end;
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