97/88
pr——

0.5

100/100

100/97

67/62

100/100

87/95

90/100

72/8

73/-

Pcoc GH28-7

o Ctre GH28-6
- Gure GH28-9
100/100 ¢ GH28-6

100/100 Gvir GH28-7
Gvir GH28-6
86/- Ctre GH28-3
93/93 Ctre GH28-4

Dvir GH28-13
Dvir GH28-12
Dvir GH28-5

Dvir GH28-11

Dvir GH28-4

Dvir GH28-10

dec G
_ 78/74 Pcoc GH28-3
el T L abng
Dvir GH28-6

100/99
Ldec GH28-10

80/90gme Dpon GH28-12
100100 % Dpon GH28-11
0/100 Dpon GH28-5
Dpon (JH’S 19
GH28-1

%r 501_\ GH28-2
%ol\ GH28-1

100/99 Dvir GH28-1

2828 Dvir GH28-2
Dvir GH28-14
794 Ctre GH28-2

Pcoc GH28-4
Gvir GH28-4
Ldec GH28-3
Dvir GH28-3
Ctre GH28-8
Pcoc GH28-2
Gvir GH28-3
Ldec GH28-1
Dvir GH28-8

97/100

64/89

Dpon GH28-15
Dpon GH28-16
Dpon GH28-2
Dpon GH28-4

Dpon GH28-9
Dpon GH28-18

)
Sory GH28-5 Dpon GH28-1(

Sory "GH28-3

Dpon GH28-6
Dpon (JH 8-17

96/100gmm [Npyon GH28-14

Lol D?on GH28-13
= Dpon GH28-7

Sory GH28-6
Sory GH28-4

95/98

80/76

-/70

99/95

Dpon GH28-3

Dvir GH28-7

Vv ea93dodjo)

62/-

94/ gw Lygus lineolaris XABD63921 1)
90 Lygus hesperus (ACC44799.1)
Lygus hesperus (ACC44797. 1)
us lineolaris §ACZZ 127.1)
Lygus lzneo aris (é\BD6 20.1)

61/-

99/97

100/96

99/77 g Lygus hesperus (ACC4
IOMF Lygus hesperus (ACC44845. 1)
Lygus hesperus (ACC44844.1

100/100 Macrophomina phaseolina (EKG10491.1)
E Neofusicoccum parvum (EOD48916.1)
96/88 Tuber melanosporum (XP_002842329.1)
Arthrobotrys oligospora (EGX52986.1)
Pseudozyma flocculosa (EPQ31356
Fusarium oxysporum (EGU 3572.1)

Leptosphaeria maculans (\P 00

92/99

Thielavia /(11(\/1/\ (\P 003654496.1 )
L/]}ll/(l lacrymans (EGN97569.1)

Punctularia s[/mm()_unul(/ (LII\] 3701.1)
2440167.1)

100/100_g= Sorghum bicolor (XP

83/85

© Zeq mays (NP_001151886.

100/96
100/100
69/98

Glycine max (XP_ 00?520;2(5 1)

100/100

Oryza sativa (NP 00104578)? 1)

Arabidopsis thaliana (NP_195292.2)

Cmac GH28-3
Cmac GH28-2
Cmac GH28-1
Cmac GH28-4

92/89
67/93

Cmac GH28-7

100/100
75/- Cmac GH28-5

Bacillus sp. (WP_009791021.1

Paenibacillus fonticola (WP_01

72557.1

Clostridium stercorarium (YP 007

Niabella soli (WP_008588085.1

Legionella longbeachae (YP_003454885.1)

Lygus lineolaris (A]%D63922.1)

Colletotrichum higginsianum (( CF3670
38 )78854 1)

0.1)

Enterococcus saccharolyticus (WP_005472461.1)
Saccharibacillus kuerlensis éWP 0181976467 1)

ea)diwoy

Fungi

Plants

q ea33dosjo)

Bacteria

Caldicellulosiruptor kmnotckyenczs gYP 004022887.1)



