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Gvir GH48-3
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Dvir GH48-1
Dpon GH48-5
Dpon GH48-1
Sory GH48-1
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78/92 Ruminococcus flavefaciens (WP_009987706.1)
10(M‘—Ruminococcus champanellensis (YP_007829324.1)
Ruminococcus albus (YP_004105715.1)

AFK65123.1
Mahella australiensis (YP_004463130.1)
Paenibacillus mucilaginosus (YP_006192563.2)
Neocallimastix patriciarum (AEX92722.1)
100/100 rrPir()m yces sp. (AAN76734.1) Fungi
Piromyces equi (AAN76735.1)

66/-
ADD73522.1

62/-

Cystobacter fuscus (WP_002632298.1)
Ktedonobacter racemifer (WP_007914530.1) 0_4
Acidothermus cellulolyticus (YP_872376.1) Bacteria '

Streptomyces sp. (WP_019433287.1)
Kitasatospora setae (YP _004907399.1)
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ADV57512.1



